history. What other molecular paths lead to limblessness? Kvon et al. found that, contrary to the python ZRS, the boa constrictor ZRS drives proper Shh expression in transgenic mice enhancer assays. These data suggest that these boa sequences may support mouse limb development in a CRIPSR/Cas9-mediated replacement, implying a divergence between pythons and boas. In a different taxonomic class, cetaceans lost their hindlimbs about 34 million years ago. The dolphin ZRS appears to be functional in the mouse [5] . Nevertheless, in the dolphin hindlimb bud Shh expression is absent because of a lack of HAND2 activity [20] , which one can imagine is also due to loss in enhancer function. Thus, cis-acting regulatory sequences are at the center of much of the diversity in animal body plans. In a new study, DNA from a 5,310-year-old corn cob found in the Tehuacá n Valley in Mexico was sequenced and compared to modern maize and its wild progenitor grasses. The sample was found to be an intermediate between modern maize and its wild relatives, suggesting a gradual, protracted domestication process. 
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